In the course of cloning the gene for the RNA (1)) (data not shown), as is the case in E. coli (1). The A. eutrophus lOSa RNA structural gene (underlined below) is clearly homologous to that of E. coli, with overall sequence identity of 51 %. Much of the similarity between these sequences is found in the 5' and 3' terminal regions of the genes, whereas the central region shows significantly less similarity. Interestingly, the conservation of primary sequences does not end at the 3' terminus of the mature E. coli lOSa RNA, but continues for an additional 12 nucleotides into the 3' flanking sequence, which in E. coli is removed endonucleolytically from the precursor lOSa RNA (2, 3) .
